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EXPLORE WITH
CONFIDENCE
Antibodies covering the Human proteome and Trust through Characterization
•	Over 20,000 exceptional quality antibodies,
targeting all human proteins

We have partnered with Atlas Antibodies to provide
the “prestigious” HPA developed antibodies to
researchers worldwide. All Prestige Antibodies® are
tested in a series of validation steps to ensure that
they are the most specific products on the market.

•	The most characterized primary antibodies
on the market
•	Unique level of antibody validation — over 500 WB,
IF, and IHC images for each antibody
• Supported by publicly available data
•	Developed by the open access
Human Protein Atlas

Antibody Production
PrEST Antibody
Design and
Molecular Biology

Sequencing

Antigen
Production

MS Analysis

Superior Performance by Design - PrEST Antigens
•	Highly Characterized recombinant PrEST Antigens
•	Typically 50-150 amino acids in length to ensure
strong affinity
•	Plasmids are fully sequenced and protein antigens
are fully characterized by mass spectrometry.
•	PrEST Antigens are available for use as control or in
blocking
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Immunization

Affinity
Purification

PrEST Antibody
Design and
Molecular biology

Multi-functional Characterization

IF Analysis

Western Blot

Bioinformatics
and Literature
Search

Industry Leading Antibody
Characterization and Lot
Specific Testing

IHC Analysis

Protein Array

Cylinders from donor blocks are
extracted and inserted into a recipient
block. A. Donor blocks of formalin
fixed, paraffin embedded human
tissues. B. Recipient block (Tissue
Microarray) representing 48 different
human normal tissue types ready to be
sectioned and used for IHC analysis.

•	Over 21,000 Prestige Polyclonal
and over 200 Prestige Monoclonal
Antibodies covering over 80% of
the human proteome
•	Originating from The Human Protein
Atlas (HPA) project
•	A combined validation of the
experimental results is available
using IHC, WB or ICC-IF, from RNA
sequencing and from information
obtained via bioinformatics
prediction methods and literature.
•	Antibodies Characterized via tissue
microarrays in 44 different normal
human tissues, 56 cell lines and
20 cancer types

A.

B.

•	Over 500 IHC tissue images
available for each antibody
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The Human Protein Atlas
The goal of the Human Protein Atlas project is to develop a comprehensive expression map of the human
proteome in cells, tissues and organs using integration of various omics technologies, including antibody-based
imaging, mass spectrometry-based proteomics, transcriptomics and systems biology. All the data in the
knowledge resource is open access to allow scientists both in academia and industry to freely access the data
for exploration of the human proteome. To accomplish this, highly specific antibodies have been developed to all
protein coding human genes and protein profiling is established in a multitude of tissues and cells. Applications
applied are immunohistochemistry(IHC), Western blot(WB) analysis and immunofluorescent based confocal
microscopy (ICC-IF).

The Human Protein Atlas
consists of three separate parts,
each focusing on a particular
aspect of the genome-wide
analysis of protein expression;
the Tissue Atlas, the Cell Atlas
and finally the Pathology Atlas.
Tissue Atlas

Cell Atlas

Pathology Atlas

Tissue Atlas
• GOAL - A tissue based map of the human proteome
•	IHC images for all antibodies for 44 normal human tissue types covering the entire
human body- Over 500 images per product
•	All tissue images have undergone pathology-based annotation of expression levels
•	Tissue IHC data complemented by RNA-seq based expression profiles
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Cell Atlas
•	
GOAL - To map the human
proteome at the subcellular
level
•	Demonstrates the human
cellular proteome localized to
organelles, structures and
substructures in the cell using
high resolution Immunofluorescence confocal microscopy
•	Mapping the subcellular
location of over 12,000
human proteins to 32 different subcellular structures
using three cell lines of
different origin
•	Presented with complimentary
expression data obtained by
RNA-seq

Pathology Atlas
• GOAL - To examine and provide protein expression and immunohistochemistry-based
mapping of proteins across a diverse set of cancer tissue samples
• 18,000 Kaplan-Meier plots relating mRNA expression levels to patient survival
• 216 different cancer samples utilized corresponding to the 20 most prevalent cancer types
•	Provides pathology-based annotation as well as RNA-Seq based expression data across 17,000 genes
for all cancer samples

Example of 1 of hundreds of
IHC images for each antibody

Survival rate scatter plot data

One example of over 900,000
Kaplan-Meier plots demonstrating
correlations of protein expression
to survival rate
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Enhanced Validation

Another Reason to Trust Prestige Antibodies
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Expected Results: Diminished or absence of band in
Western blotting in knockdown/knockout validation.

RN

All Prestige Antibodies benefit from in-depth
characterization through the immense amount of
supporting data that is a function of the Human Protein
Atlas project. In addition, Atlas Antibodies performs a
series of validation steps to ensure that Prestige
Antibodies are the most specific products on the
market, and are validated and characterized in each
application for which that antibody has been
demonstrated for use. Each antibody is characterized
on a lot-to-lot basis with application-specific validation
that includes IHC, WB, immunofluorescence and protein
array assay.

Genetic Strategies
Showing antibody specificity through target
knockout/knockdown methods

si

Antibody Validation

ATRX

Enhanced Validation

250

Researcher confidence in antibody selection, specificity,
and the data generated from their use is largely
dependent on the suppliers characterization of the
antibody in relevant research applications prior to
researcher antibody selection and optimization.
Subsequent experimental work based on erroneous
or misinterpreted immunodetection results poses
significant risks that could lead to extensive
misapplication of valuable resources and misdirected
conclusions that have the potential to impact
human lives.

130

Concern over appropriately thorough characterization
by commercial vendors has been vocalized by the
research community and as a result, there has been a
call for improved practices. Atlas Antibodies has
directed considerable effort into a program to
“enhance” the validation rigor of their antibody
products through alignment to several of the pillars for
validation described by the International Working Group
for Antibody Validation (IWGAV).
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Example of genetic validation by RNAi knockdown.
Western blot analysis using an anti-ATRX antibody in
A-549 cells transfected with control siRNA and two
target-specific siRNA probes. Downregulation of ATRX in
siRNA samples confirms specificity of antibody.
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Independent Antibody Verification
Showing antibody specificity through
multiple antibodies after, against and
before the target

Orthogonal Validation Using RNA-Seq
Showing specificity through an antibodydependent method correlated with an
antibody-independent method (RNA-Seq)

Expected results: All antibodies should show similar
staining patterns or experimental results compared to
each other.

Expected Results: Antibody staining intensities should
correlate to RNA-seq data from the same samples.

HPA038848 different
anti-A2ML1 Antibody

A2ML1+

A2ML1-

HPA038847
anti-A2ML1 Antibody

Immunohistochemical staining using an antiA2ML1 antibody of human esophagus shows high
expression. Two anti-A2ML1 antibodies HPA038847
(left) and HPA038848 (right) target different regions of
A2ML1. Staining across positive and negative tissues
show similar staining profiles between the two
antibodies, demonstrating Independent Antibody
Verification. Positive staining for A2ML1 is shown using
esophagus tissue, bottom (known to express A2ML1)
and negative staining is shown using colon tissue, top
(A2ML1 not expressed).

Orthogonal validation in Western blot (left) and
IHC (right). Samples with known high and low RNA
expression were chosen. Top: Western blot analysis
(left) using an anti-VIM antibody in human cell lines
U-251MG (high expression of VIM) and MCF-7 (low
expression of VIM) correlates with RNA-Seq data
(right). Bottom: Immunohistochemistry analysis
using an anti-PLA2R1 antibody in human kidney (left,
high expression of PLA2R1) and pancreas tissues
(right, low expression of PLA2R1) correlates with
RNA-Seq data.
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How to find antibodies with
enhanced validation
All antibodies we offer that are backed
by experimental results that align to
the pillars of validation outlined by
IWGAV are identifiable in both our
website search and on the product
page by the Enhanced Validation icon.

To place an order or receive technical assistance
In the U.S. and Canada, call toll-free 1-800-521-8956
For other countries across Europe and the world, please visit SigmaAldrich.com/offices
For Technical Service, please visit SigmaAldrich.com/techservice
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Learn more about
antibody validation at
SigmaAldrich.com/abvalidation

